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* The African malaria mosquito, Anopheles gambiae
transmits Plasmodium spp., causing malaria and is
especially dangerous owing to its dramatic tendency to
feed on humans (anthropophily).

* Host-seeking and selection of the mosquitoes are
mediated by host odours. Because of the importance of
host preference in establishing the overall vectorial
capacity, a molecular analysis of mosquito olfaction may
provide opportunities for reducing the incidence of
disease transmission. But for the first step, the
components of the olfactory signal transduction cascade
in A. gambiae must be identified. Ultimately, the design
of novel methods of disrupting vector-host interactions is
possible. This work reports the identification of odorant-
binding proteins (OBP) of A. gambiae.

fhe famale Anopheles mosquito
‘neads a blood meal to reproduce
*every two or three days,

Malaria kills a child every 30
seconds. In Africa, 2,700 children

die each day.
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OBP family members are identifiable by four or six conserved Cys e a 5 - — The
residues [OBP motif: Cx(n)Cx(3)Cx(n)Cx(n)Cx(8)C]. Search the i i e A phylogenetic
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biochemical properties. The figure and table show the alignment L e e 1 OBPs. .
(example) and biochemical properties of these OBPs. ST TR T
consensus 1 LEECKEESGLTDAVIEEFFDGYEFEDRELGCA IACLSKKLELLDDDGKLHHENA I EFAKHGNDDAMHGCTEDDPCDRALEVAKCFKKE IHK 132
query 13 HDICLGKTGVTEEAIKKFSDEE IHEDEKLI MNC|.FHEAKVVDDNGDVHLEKLHDSLPSMHD I AMKRCLYETLCDKAFWLH KQSDPK 139
gi 2444187 13 IKLCQQELGADDSVVKEFLDGYVMKDRQTGCML ICMAMKLELLDSAME IHHGSTFAFAKHGADEAMHGCTYNDRCQRAVNVAMCFKAHVHK 146
gi 1709595 16 ANECKAETGATDEDVEQLMSHDLPERHEAI R MKKLQ IMDESGKLNKEHA I ELVKSKHDAEKAKC|I EEDHCDAAFAYEEC(I YEQVRE 142
gi 1709596 26 HDACVEKTGVTEAAIKEFSDGE IHEDEKLI MNCFFHE IEVVDDNGDVHLEKLFATVPLSMRDKLKGCPEDTLCHKAWWFH KKADPK 149
gi 2494874 9 HDICAPKTGVTDEAIKEFSDGQIHEDEAL MNCLFHEFEVVDDNGDVHMEKVLNAIPEKLRN IMKGCPEDTLCHKAWWFH KKADPV 136
gi 2494876 1 SAECKTESGASEAV IKKARKGDLEDDPKL LLCIFKALE I VAESGE IEADTFKEKLTVTNDDEEEKCTEDTPEDTAFEVTI LKDKPN 121
gi 2494869 13 LEDCKKEMDLPDSVTTDFYEGYEFTNRHTGCASLCLSSKLELLDQEMKLHHGKAQEFAKHGADDAMHGCSTDDRCMKALNVAKCFKAKIHE 145
gi 1255915 15 MDQCKQELNLPDSVIADLYDDYVMTDRLAGCAINCLSTKLD IVDPDGNLHHGNAKEFAMHGADDGMHC DDKCIIKTMDIANCFKKEIHK 146
gi 2494872 12 LDKCREESQLTEEKMEEFFDDFKFEHRELGCAIQCMSRHFNLLTDSSRMHHDNTEKF IQFPNGEVLHSCQFEDHCWR ISHLADCFKSSCVQ 143

Tissue-specific expression pattern Jocreen
verified by semi-guantitative RT-PCR| 27755
womare ULs @zl
M Antenna Head  Leg  Hody ascesaas indicates that
agcrises some of the

agcpPisss
agcpPo973

candidates are
antenna-specific,

agcP12865
agcPo60s

S00bp:

vl . socrsaro which may play a Acknowledgements
3005y S A oBp R A - 7
eraon major role in This work is
o cacrzeo mosquito supported by
i i agcrisssa i
- olfactory signal Rothamsted
Example of semi-quantitative RT-PCR. socei7es transduction. International
) Crocrnins fellowship to Dr.
The figure shows the female antenna- agcPizeis Zheng-Xi LI
specific expression of OBP (Actin was e :
used as the internal standard). acriooss

0.0 100.0 200.0 300.0 400.0

Relative Expression Intensity (20)




